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We had  two goals for this workshop. One was to showcase the most interesting problems in this area of research,  and to discuss what we need to do to solve them. The second was to discuss whether the results from this field are being applied to public health, agriculture, etc., and if not, why not.  Dr.  James Musser, in the first half hour,  described  his research on  population and evolutionary biology of strep and TB, and the reception of this work by clinicians.   In the remaining hour we heard four short talks and had discussion. Dr. Martin Wiedmann spoke on  the molecular epidemiology of foodborne diseases.  Dr. Nicole Perna  discussed how E.coli  genomics  projects contribute to our knowledge of  pathogen epidemiology and evolution. Dr. Margaret Riley described the role of evolution & epidemiology in biodefense planning, and Dr. Marc Lipsitch showed how studies of antibiotic resistance are affected by non-biological factors such as insufficient sampling.  The overall theme of the ensuing discussion was frustration. We now have the capacity to analyze huge numbers of pathogens but lack  properly sampled isolates. In some cases the isolates exist, for example, at the CDC, but are not being made available for study, however,  in most instances sampling has yet to be done. Population sampling was considered to be important, but we just barely touched upon the question of how it should be done.  This is an important theoretical issue.  Large scale sampling of pathogens is not within the scope of a typical RO1 project, and thus is something the federal agencies might facilitate through special initiatives or inter-agency cooperation.

